
Delete the SequenceJListing presently of record and replace, on a separate 
page after page 47, last line, with the Sequence Listing attached hereto. 



The above amendatory action is taken in response to the Notice to Comply 
with Requirements for Patent Applications Containing Nucleotide Sequence and/or 
Amino Acid Sequence Disclosures. Applicants submit herewith a paper copy and a 
computer readable form copy of the Sequence Listing and statements that the contents 
of the paper and computer readable form copies are the same and include no new 
matter. 

Applicants have now complied with the requirements in the aforementioned 
notification and now respectfully request an early examination of this application on 
the merits. \ 



REMARKS 
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MARKED UP COPY: 



Page 23, first paragraph, rewrite as follows: 



Peptide 



Sequence 



PI (280-2931 

^3,288-301} 
P4 

P5 
P6 
P7 
P8 

P ^ (3X2-325) 
PI 0(31 6-329) 
P H (319-333) 

PI 3 (326-339) 
P14 



(294-30?) 



(290-311) 



1302-315) 



(306-319) 



(308-321) 



P15 



(330-343) 
(335-349) 

040-353) 

P^8 (343 . 35B) 
P * ^ (344-350) 

p 20 (348 _ 360l 
P21 (350 . 3€3I 

p 23 l35B . 31ll 

^24 (364-377) 

P25 t36e _ 381 , 
P26 (3 72- 3 e$j 

^27 (578-391) 



AlaLeuAspThrAsnTyrCysPheSerSerThrGluLysAsn 

AsnTyrCysSerSerThrGluLysAsnCysCysValArg 

SerSerThrGiuLysAsnCysCysValArgGlnLeuTyrlle 

CysCysValArgGlnLeuTyrlleAspPheArgLysAspLeu 

GlnLeuTyrlleAspPheArgLysAspLeuGlyTrpLysTrp 

AspPheArgLysAspLeuGlyTrpLysTrpIleHisGluPro 

AspLeuGlyTrpLysTrpIleHisGluProLysGlyTyrHis 

GlyTrpLyaTrpIleHisGluProLysGlyTyrHisAlaAsn 

IleHisGluProLysGlyTyrHisAlaAsnPheCysLeuGly 

LysGlyTyrHiaAlaAsnPheCysLeuGlyProCysProTyr 

HisAlaAsnPheCysLeuGlyProCysProTyrlleTrpSerLeu 

PheCysLeuGlyProCysProTyrlleTrpSerLeuAspThr 

ProCysProTyrlleTrpSerLeuAspThrGlnTyrSerLys 

IleTrpSerLeuAspThrGlnTyrSerLysValLeuAlaLeu 

ThrGlnTyrSerLysValLeuAlaLeuTyrAsnGlnHisAsnPro 

GlnTyrSerLysValLeuAlaLeuTyrAsnGlnHisAsnPro 

ValLexiAlaLeuTyrAsnGlnHisAsnProGlyAlaSerAla 

LeuTyrAsnGlnHisAsnProGlyAlaSerAlaAlaProCysCys 

TyrAsnGlnHisAsnProGlyAlaSerAlaAlaProCysCys 

AsnProGlyAlaSerAlaAlaProCysCysValProGln 

GlyAlaSerAlaAlaProCysCysValProGlnAlaLeuGlu 

AlaProCysCysValProGlnAlaLeuGluProLeuProIle 

ValProGlnAlaLeuGluProLeuProIleValTyrTyrVal 

ProLeuProIleValTyrTyrValGlyArgLysProLysVal 

ValTyrTyrValGlyArgLysProLysValGluGlnLeuSer 
GlyArgLy s ProLys ValGluGlnLeuSer AsnMe 1 1 le Val 
GluGlnLeuSerAsnMetlleValArgS rCysLysCysSer 



SEQ ID NOj J£ 

SEQ ID NO; 12 
SEQ ID NO: 13 

SEQ ID NO: 14 
SEQ ID NO: 15 
SEQ D3 NO: 1£ 
SEQ ID NO: 17 
SEQ ID NO: 18 
SEQ ID NO: 19 
SEQ ID NOj 20 
SEQ ID NOTl 
SEQ ID NO: 2 
SEQ D3 NO: 21 
SE Q ID NO: 22 

SEQ ID NO: 23 



SEQ D3 NO: 24 
SEQ ID NO: 2 5 

JEQ ID NO: 26 
SEQ D3 NO j27 

SEQ ID NO: 28 
S EQ ID NO: 29 

SE P ID NO - 30 
SEQ ID NO: 31 
SEQ ID NO: 32 
SEQ ID NO: 33 
SEQ ID NO: 34 
SEQ ID NO: 35 
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Page 25, first paragraph, rewrite as follows: 



Peptide Sequence 

pi 2|jm-ms> Ph eCysLeuGlyProCysProTyrIleTrpSerLeuAspThr SEQ ID NO: 2 

P28, 



P29 



I31103S) 



mio M) p heCysLeuGlyProCysProTyrlleTrpSerLeuAapThrGlnLysval SEQ ID NO: 36 

LeuAlaLeuTyr ' 

HisGluProLysGlyTyrHisAlaAsnPhecysLeuGlyProCysProTyr SEQ ID NO: 10 

UeTrpSerLeuAspThr L__ 

PheSerLeuGlyProCysProTyrlleTrpSerLeuAspThr SEQ ID NO: 37 

PheCysLeuGly ProSerProTyrI leTrpSerLeuAspThr SEQEDN0T38 

PheSerLeuGlyProSerProTyrlleTrpSerLeuAspThr S EP ID NO- 39 

P33 p beCysLeuGlyProCysProTyrIleTrpSerAspAspAsp SEQIDNO^iO 

AspAspAspGlyProCyaProTyrlleTrpSerLeuAspThr SEQ I D NO- 41 

P36 ^^"^"^^^leTrpSerAspAspAsp sl^5Not42 

tub Gl yProCyaProTyrIleTrp5erAspAspAsp 

P37 AspAapAspGlyProCysProTyrlleTrpSer SEQ ID NO: 43 

AspGlyProCysProTyrlleTrpSerAsp sM^^Ts 



P30 
P31 
P32 



P34 
P3S 
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Paragraph beginning on page 28 on line 1 and ending on page 30 5 last line, rewrite as 
follows: 



Peptide 



Sequence 



P39 
P40 



O1-102) 
(104-1131 

£42 U10 . in , 



(313-1441 
HZI-4391 



P43 

P44 
P48 <605 . <1€ , 

P49(707-7U| 

P51(n7-72«1 
P52 (722-71J) 

P53 n27 . 73l | 

(731-7421 
P55 n3 2,741| 

P56 m? ., 4t , 
P57 rm _ 75 2i 
P58 (74 7. 7St j 
P59 (75l . 77$ j 
P60 (1M ,7 i0 , 

P63 <7tl . 7n , 

P66 U3 .$„ 

P67 t sO*C4) 
P68 (S3*fi9> 

P69 tC0 . 7 4) 

P73 (eo-941 



AsnProIleAlaSerValHisThrHisHisLysPro" 
ValPheLeuLeuAsnSerProGlnProLeuValTrp 
SerProGlnProLeuValTrpHisLeuLysThrGlu 
ProGlnProLeuValTrpHisLeuLysThrGluArg 
TrpAlaLeuAspAsnGlyTyrArgProValThrSer 
Prol leVal Pro SerValGlnLeuLeuProAspHis 
GlyAapGluGlyGluThrAiaProLeuSerArgAla 
LeuSerArgAlaGlyValValValPheAsnCysSer 
LeuPheLeuVal ProSerProGlyValPheSerVal 
LeuValProSerProGlyValPheSerValAlaGlu 
GluLeuThrLeuCysSerArgLysLysGlySerLeu 
SerArgLysLys GlySerLeuLysLeuProArgCys 
SerLeuLysLeuProArgCyaValThrProAspAsp 
ArgCysValThrProAspAspAlaCysThrSerLeu 
AspAspAlaCysThrSerLeuAspAlaThrMetlle 
ThrSerLeuAspAlaThrMetlleTrpThrMetMet ' 
SerLeuAspAlaThrMetlleTrpThrMetMetGln x 
MetlleTrpThrMetMetGlnAsnLysLysThrPhe 
MetGlnAsnLysLysThrPheThrLys ProLeuAla 
ThrPheThrLysProLeuAlaValValLeuGlnVal 
LysGluAsnValProSerThrLysAspSerSerProIleProPro 
SerThrLysAspSerSerProIleProProProProProGlnlle 
SerProlleProProProProProGLnllePheHisGlyLeuAsp 
ProProProGlnllePheHisGlyLeuAapThrLeuTKrValMet: 
PheHisGlyLeuAspThrLeuThrValMetGlylleAlaPheAla 
ThrLeuThrValMetGlylleAlaPheAlaAJ-aPheVallleGly 
LeuLeuThrGlyAlaLeuTrpTyrlleTyrSerHis 
LeuMetGluSer PheThrValLeuSerGLyCysAlaSerArgGly 
ThrValLeuSerGlyCysAlaSerArgiSlyThrThrGlyLeuPro 
CysAlaSerArgGlyThrThrGlyLeuProArgGluValHisVal 
ThrThrGlyLeuPjroArgGluValHisValLeuAsnLeuArgSer 
ArgGluValHisValLeuAsoLeuArgserThrAspGlnGlyPro 
LeuAsnLeuArgSerThrAspGlnGlyProGlyGlnArgGlnArg 
ThrAspGlnGlyProGlyGlnArgGlnArgGluValThrLeuHis 
GlyGlnArgGlnArgGluValThrLeuHisLeuAsnProIleAla 

14 " 



SEP ID NP:J 6 
SEQ ID NO: 47 
SEQ ID NO: 48 
SEQ ID NO: 4 9 
SEQ ID NO: 50 
SEQ ID NP^ Sl 
SEQroNOTS2 

SEQ ID NO^ S3 
SEQ ID N0TS4 
SEQ ID NO: SfT 
SEQ ID NO:56 
SEQ ID NO: 57 
SEQ ID NO: 58 
SEQ ID NO: 59 
SEQ ID NO: 60 
SEQ ID NO: 3 
SEQ ID NO: 61 

SEQ ID NO: 62 
SEQ ID NO: 63 
SEQ ID NO: 64 
SE Q ID NO: 65 
SEO jD NO: 66 
SEOID NO: 67 
SEQ ID NO: 68 
SEQ ID NO: 69 
SEQ ID NO: 70 
SEQ ID NO: 71 
SEQ ID NO: 72 
^EQ ID NO: 73 
SEQ ID NO: 74 
SEP ID NO: 75 
SEQ ID NO: 76 
SEP ID NO: 77 
SEQ ID NO: 78 
SEP ID NO: 79 



,P74 (a5 . f9) GluValthrlTuHisLeuAsnProIl AlaSerValHisThrHis 

P75 (90 .io4) LeuAsnProIleAlaSerValHisThrHisHisLysProIleVal 

P76 (95 . l0 9) SerValHisThrHiaHisLysProIleValPheLeuLeuAsnSer 

P77 (10 o.u4i HisLysProIleValPheLeuLeuAsnSerProGlnProLeuVal 
P78 

(los-iii) PheLeuLeuAsnSerProGlnProLeuValTrpHisLeulysThr 

P79 mo .»4i ProGlnProLeuValTrpHisLeuLysThrGluArgLeuAlaAla 

P80 au .m) TrpHisLeuLysThrGluArgLeuAlaAlaGlyValProArgLeu 

P8 l(i2o.u4) ArgLeuAlaAlaGlyValProArgLeuPheLeuValSerGluGly 

P82 ms . x „ ) GlyValProArgLeuPheLeuValSerGluGlySerValValGln 

P83 C130 . 1M| PheLeuValSerGluGlySerValValGlnPheProSerGlyAsn 

P8 4 a «. 10J GlySerValValGlnPheProSerGlyAsnPheSerLeuThrAla 

P85 a 4 0 . 15 4, PheProSerGlyAsnPheSerLeuThrAlaGluThrGluGluArg 

P86 ll<5 -i3*) PheSerLeuThrAlaGlUThrGluGluArgAsnPheProGlnGlu 

P87 (15 o-i««, GluThrGluGluArgAsnPheProGlnGluAsnGluHisLeuVal 

P88 <135 _ w „ AsnPheProGlnGluAsnGluHi9LeuValArgTrpAlaGlnLys 

P89 (l<0 -i74» AsnGluHisLeuValArgTrpAlaGlnLysGluTyrGlyAlaVal 

P90 a< 3. l79) ArgTrpAlaGlnLysGluTyrGlyAlaValThrSerPheThrGlu 

P91 a70 . lM) GluTyrGlyAlaValThrSerPheThrGluLeuLysIleAlaArg 

P92 U 75-ii» ThrSerPheThrGluLeuLysIleAlaArgAsnlleTyrlleliys 

P93 |li0 . lM) LeuLysIleAlaArgAsnlleTyrlleLysValGlyGluAspGln 

P94 (ie ,. m) AsnlleTyrlleLysValGlyGluAspGlnValPheProProThr 

P9 5 ciso-ion ValGlyGluAspGlnValPheProProThrCysAsnlleGlyLys 

P96ii»s-«9i ValPheProProThrCysAsnlleGlyLysAsnPheLeuSerLcu 
CysAsnlleGlyLysAsnPheLeuSerLeuAsnTyrLeuAlaGlu 
AsnPheLeuSerLeuAanTyrLeuAlaGluTyrLeuGlnProLys 

p 99 (210-224) AsnTyrLeuAlaGluTyrleuGlnProLysAlaAlaGluGlyCys 

P100 U15 . 229) TyrLeuGlnProLysAlaAlaGluGlyCysValLeuProSerGln 

PI 01 (220*234) AlaAlaGluGlyCysValLeuProSerGlnProHisGluLysGlu 

P102 W2$ _ 239 , ValLeuProSerGlnProHisGluLysGluValHisIlelleGlu 

P103 U30 .244, ProHisGluLysGluValHisIlelleGluLeuIleThrProSer 

P104 (23s . 249 , ValHiallelleGluLeuIleThrProSerSerAsnProTyrSer 

P105 <2 « 0 . aS4 , LeulleThrProSerSerAsnProTyrSerAlaPheGlnValAsp 

P110, 2<5 . 219) AapProGluValValLysAsnLeuValLeuIleLeuLysCysLys 

P111 U70 . 2I4) LysAsnLeuValLeuIleLeuLyaCysLysLysSerValAsnTrp 

P112 (2n . 2i>) IleLeuLysCysLysLysSerValAsnTrpVallleLysSerPhe 
LysSerValAsnTrpVallleLysSerPheAspValLysGlyAsn 

1 (205-299) VallleLysSerPheAspValLysGlyAsnLeuLysVallleAla 

p115 u»o-jo<i AspValLysGlyAsnLeuLysVallleAlaProAsnSerlleGly 



P97 
P98 



(200-2141 



(203-2191 



P113 
P114, 



(200-21O 



SEQ ID NO; 80 
SEQIDNq TsT^ 
SEQ ID NoT82" 

SEP ID NO; 83 
SEQI D NO: 84 
SE Q ID NO: 85 
SEQ ID NO: 86 
S EQ ID NO: 87 
SEQ ID NO: 88 
SEQ ID NO: 89 
SE Q ID NO: 90 
SEQ ID NO: 91 
SEQ ID NO: 92 
SEQ ID NO: 93 
SEQ ID NO: 94 
SEQ ID NO: 95 
'SEQ ID NO: 96 
SEQI D NO: 97 
SEQ ID NO: 98 
SEQ ID NO: 99 
SE P ID NO: 100 
SEQ ID NO: 101 

SEQ ID NO: 102 
SEQ ID NO: 103 
SEQ ID NO: 104 
SEQ H> NO: 105 
SEQ ID NO: 106 
^E QED NO: 107 
SEQltD NO: 108 

SEQ ID NO: 109 
SEQ ID NO: 110 

SEQ ID NO: 111 
SEQ ID NO: 115 

SEQ ID NO: 116 
SEQ ID NOjJJJ 
SEQ ID NO: 118 
SEQ ID NO: 11 9 
SEQ.D3 NO; 120 



15 



pi66 {24 j.,„, SerAsnProTyrSerAlaPheGlnValAspIlelleValAsplle SEP ID NO: 4 

P107,„,. 1H) AlaPheGlnValAspIlelleValAspIleArgProAlaGlnGlu SEQ IP NO: 112 

PlOB,,,,.,^, IlelleValAspIleArgProAlaGlnGluAspProGluValVal _SEQ IP NO: 113 

9109 i2f0 .„ it ArgProAlaGlnGluAspProGluValValLysAsnleuValLeu SEQ IP NO: 114 

P116„„ O0 „ LeuLyaVallleAlaProAsnSerlleGlyPheGlyLysGluSer SEQ IP NO: 121 

P117 ProAsnSerlleGlyPheGlyLysGluSerGluArgSerMetThr SEQ IP NO: 122 
Pile 

(3os-ji») ■ PheGlyLysGluSerGluArgSerMetThrHetThrLysLeuVal SEQ IP NO: 123 

P119 mo .jj 4l GluArgSerMetThrMetThrLyaLeuValArgAspAspIlePro SEQ ID NO: 124^ 

P120 (ais „32 9) MetThrLysLeuValArgAspAspIleProSerThrGlnGluAsn SEQ ID NO: 125 

Pl21, 320 .,j 4 , ArgAspAspIleProSerThrGlnGluAsnLeuMetLysTrpAla S EQ ID NO: 126 

P122, M5 . m , SerThrGlnGluAsnleuMetLysTrpAlaLeuAspAsnGlyTyr SEQ D3 NO: 127 

P123 (33 o-34«> LeuMetLysTrpAlaLeuAspAsnGlyTyrArgProValThrSer SE Q IP NO: 128 

P124 „„.,„, LeuAspAsnGlyTyrArgProValThrSerTyrThrMetAlaPro SEO IDNO: 129 

P125 I140 . JS4) ArgProValThrSerTyrThrMetAlaProValAlaAsnArgPhe SEQ IP NO: 130 

P126,j 44 -,j„ TyrThrMetAlaProValAlaAsnArgPheHisLeuAxgLeuGlu SEQ ID NO: 131 

P127 OS0-3C4) ValAlaAsnArgrPheHisLeuArgLeuGluAanAsnGluGluMet SEQ ID NO: 132 

P128 <35MO( HisLeuArgLeuGluAsnAsnGluGluMetArgAspGluGluVal SEQ ID NO: 133 

P129,3, 0 -W4» AsnAsnGluGluMetArgAspGluGluValHisThrlleProPro SEQ ID NO: 134 ~ 

P130 mM „, ArgAspGluGluValHisThrlleProProGluLeuArglleLeu SEQ ID NO: 135 

P131 HisThrlleProProGluLexiArglleLeuLeuAspProAspHis SEQ ID NO: 136 

P132|j t> _3i9> GluLeuArglleLeuLeuAspProAspHisProProAlaLeuAsp SEQ ID NO: 137 
P133 

imo-314) LeuAspProAspHisProProAlaLeuAspAsnProLeuPhePro SEQ ID NO: 13 8" 

P134 „„.,„, ProProAlaLeuAspAsnProLeuPheProGlyGluGlySerPro ^EQ ID NO: 139~ 

P135 OJ0 ^ 04 , AsnProLeuPheProGlyGluGlySerProAsnGlyGlyLeuPro _^QJDNOjJ40 

P136„ l4 . 40 „ GlyGluGlySerProAsnGlyGlyLeuProPheProPtieProAsp SEQ DP NO: 141 

P137 |400 _„«, AsnGlyGlyLeuProPheProPheProAspIleProAxgArgGly SEQ ID NO: 142 

P138 PhePtoPheProAspIleProArgArgGlyTrpLysGluGl'yGlu SEQ ID NO; 143 
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Page 32, first full paragraph, rewrite as follows: 



Table 5. Peptides derived from modification of peptide 
P54 (peptides P139 to P143) and of the human type III 
10 receptor (peptides P144 and P145) . 



Peptide 



P139 
P140 
P141 
P142 
P143 

Pmim-nai 



P145 



atl-254) 



Sequence 



Derivation 



ThrSerl/euMpAlaThrMetlleTrpThrWetitet 

ThrSerX#euAspAlaThrMe 1 1 1 eTrpAap AapAep 
AflpAspAflpAlaThrMetZleTrpThrMetMet 
AspAlaThrHetlleTrpAap 
ThrSerLeuMe 1 1 leTrpThrMetMe t 
ThrSerLeuABpAlaThrThrHetMet 
TtaSerLeuAspAlaSerllelleTrpJUaMetMet 

Ol&Aan 

SerAanProTyxSerAlaPheainValAapIleTlur 
XleAap 



Rat type III 
receptor 



Human type III 
receptor 

Human type III 
receptor 



SEQ ID NO: 3 

SEQ ID NO: 144 

SEQ ID NO: 14 5^ 
SEQ ID NO:l 46^ 
SEQ ID NO: 5^ 
SEQ ID NO: 147 
SEQ ID NO: 6 

SEQ ID NO: 7 
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Paragraph beginning on page 34, line 3 and ending on page 35, line 8, rewrite as 
follows: 



Peptide 



Sequence 



Origin 



PH6 tl4 _ 10l , 
P151 tlM . JM> 

PIS 2 (449-44*) 

P153 

P154 f«t»*«tii 

PlSS m ., 4 , 
P1S6 U0 .,„ 

P158( m . mi 
PlS8<itt.irn> 

P160 (24T . ]M , 

P161 (S4t . aS «;, 



P162 



OS4-M1I 



P164 uo . 4t0) 

P167| 79 ». t01) 
P168,|, 7 . $JI> 

P169 ( |)). UC) 

P170 iiii.ufi 



P171 



fiooi-ioia 



CysValJUaValTrpArgLysAflnAflpaiuABnlleThr 
LeuOluThrValCye 

CysAopPheQlnLreuIieuLyaLeuAspaiyLysPheSer 
ValValTyrAlaLysCya 

Cy» A«p PheHi oil eLeuLy o OlnAspGlyQlnPheArg 
ValCyeHiaJUaOlnCy* 

CysAsplleHisValLeuLysGlnABpQlyPheSerVal 
LeuPheThrLy a Cy a Aap 
GluAlaValLcuIlelieuOlnQlyProProTyrValSer 
TrpLeu 

ValJlsnLeuProAspThrArgOlnGlyl^uIfCualuGlu 
AlaArg 

LeuAflpSerLcuScrPheOlnLeuOlyLeuTyrLcuSer 
ProHis 

ProSerlleProGluLeuMetThrGlnLeiiAspSerCya 
GlnLeu 

MetSerProSerlleProOluLeuMetThrGlnLeuAap 
SorCyo 

LeuLeuIieiiLeuVallieuLeuProThrAspAlaSer 

ProThrAspAlaSerVa lSerGlyLys ProQlnTyr 

ThrOluI^ysGlyCyBValLeuLeuSerTyzXeuAsn 

TyrlleQlnAspProLyoaiyAenArglleAlaGln 

TyrlleOlnAspProLysQlyAsnArglleAlaOln 

PheProJjeuSerSerGluPxoPheOlnGlySerTyr 

AanValSerValCyaGlyLeuTyrThrryrQlyLys 

VaiserValCyaOlyl^euTyrThrTyrOlyZjys Pro 

ValCyfiGlyLeuiyrThrTyxGlyLyoProVal Pro 

Ser X X eCyoArgLyoTyrS e rAapAlaSe rAspCya 

ProCyfiOlyHlsThrOlnThrValOlnAlaHicTyr 

ABpSerAlaLysTyrAspValOluAsnCysLeuAla 

GlnProPhePheValGluI*euThrMetProTyrSer 

GlnLeuGluAlaSerPraAlaPheLeuAlaValPro 

SerValOliUieuQluAlaSerProAlaPheLeuAla 
AlaLeuGlufierainOluLeuCyBOlyThrOluVal 

Lys Se rhy a 1 1 eOlyTy rLeuAfl nThra lyTyr 



Type II receptor 
Fetu-in 

Fetuin 

Fetuin 

Endoglin 

Endoglin 

Endoglin 

Endoglin 

Endoglin 

a-2-Macroglobulin 

a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
ct-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a- 2 -Macr oglobul in 
a-2-Macroglobulin 
ot-2-Macroglobulin 
a-2-Macroglobulin 

a-2-Macroglobulin 



SEQ ID NO: 148 
SEQ ID NO: 149 



SEQ ID NO: 150 

SEQ ID NO: 151 

SEQ ID N O: 8 

SEQ ID NO: 152 

SEQ ID NO: 9 

SEQ ID NO: 153 

SEQ ID NO: 154 

SEQ ID NO: 155 
SEQ ID NO: 156 
SEQ ID NO: 157 _ 
SEQ ID NO: 158"" 

S EQ ID NoTl5*r 
SEQ ID NO : 159 
SEQIDNoT l60" 
SE QJD NO: 161 _ 
SEQ ID NQ ^62 
SEQ ID NO: 163 
SEQ J TOjvoTlM 
SEQIDNOM ^ 
SEQlDN OMgr 

SEP roNongs 

SEQIDNQ:J 69_ 
SEQ ID NO: 170 
^SEQJD-KOrl^t- 



18 



P172 t „„. i014J IleaiyTyrLeuAsnTbrGlyTyrOlnArgGlrtf>eu 
p l 73 noM.iou) I*ya ArgLysGluValLeuliyeSerLeuAsnGluGlu 
P174 am-i»04i ValGlyHiePheTyrGluProGlnAlaProSerAla 
P175 (u«.u«i ThrSerTyrVaXtieuIieuAlaTyrLeuThrGlnAla 
TyrValLeu^euAlaTyrLeuThrAlaGlnProAla 
ValAlaieuHiaAlaXeuSerLycryxGlyAlaAla 
Pl78 a«j.imi TyralyArgAsnGlnGlyAsnThrTrpLeuT&rAla 
ArgAsnQlnQlyAsnThrTrpLeuThrAlaPheVal 



ct-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 



SEQ ID NO: 17 2 
SEQ ID NO: 173 

SEQ ID NoTl7 4 
SEQ ID NOTI7 5 

S EQ ID NO: 1 76 
SEQ ID NO:~ 177 
SEQ ID NO:J 78 
SEP ID NO: 179 
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Page 36, first full paragraph, rewrite as follows: 



Peptides 



Table 7. Comparison of the inhibitory activity of 
TGFpl, of some peptides, measured by bioassay of 
inhibition of growth of the MV-l-Lu 1 cells (peptide 
concentration 200 jig/ml) with inhibition of the binding 
of TGFpi to its cell receptors measured using flow 

cytometry 2 (peptide concentration 420 ua/mli . 
Bioassay Cytometry Sequence 

(% inhibition) 1 



Cytometry 

% inhibition) 2 



F2» 

Fll 

P12 
P18 

P54 
P140 
P142 
P106 

P14$ 
P144 

P150 

P152 



77.6 

40 

96 

18,2 

97 

-1.7 
70 
40 

21 
00 
64 

45 



92,14 

86 
77 

82,3 
. 69,8 
72 
91 

74,35 
80 

73 

68,4 



HisOluProLyaaiyTyrHis 
XlaAMPhecyalitfuOlyPro 
CysProTyrXleTrpSerLou 
AspThr 

Hi «JUaA*nPheCy a LeuQly 
ProCyaProTyxIleTrpSer 



PhecyaLeuOlyProcyaPro 
TyrXleTrpSexl^euAapTfar 
IfOttTyrftwnfll tiTfi ■XanPro 
GlyAlaSezAlaJUaProCy* 
Cym 

ThrSerLeuAspAlaThrMct 
IleTrpThrttetMet 
A#pAapA0pAlaTHrt4e t Il*e 
TrpTfcurMetMet 

* - - £ 

ThrS erI*euMe 1. 1 1 eTrpThr 
Itetltet , 

SerAsnProVyrSexAlaPh* 
GlnValAaprielleValAjp 
Zle 

SerAsnProTyxSerJUaPhe 
GlnValAapIleThrlleABp 
ThrSerfceuAtpAlaSerXle 
XleTspAlaHetHetainJtni 

GluAlaValLeuXleLeuGln 
GlyProProTyxValSerTrp 

LeuAspSerL^UflerPheain 
fceuGlyLeuTyfcLeuSerPro 
His 



SEQ TO NO: 10^ 

SEQTO NO: 1 

SEQ ID NO: 2 
SEQ TO NO: 26 

SEQ ID NO: 3 
SEQJ PNO: 145 

jEO fflNOtf) 
SEQ ID NO: 4 

JjlEQ ID NO: 7 
S EQIDNO:6 
SE Q ID No" a 

SEQ ID NO: 9 



20 



